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1. Phylobone database
The Phylobone database is freely accessible at https://phylobone.com. The
current version of the dataset includes 8,615 putative bone ECM proteins from
39 species of vertebrates and invertebrates, and categorized in 255 protein
groups. Each protein of the database is annotated with basic information, that
includes its name, organism, a general protein description, a list of gene
ontologies (GO) associated, protein-protein interactions (PPI), functional
domains, metabolic pathways and drugs.

2. Proteins
All proteins are accessible from the main web-page of the database. On the
top of the page, there are links to access phyletic patterns, drugs and
diseases, selected species, domains, protein protein interactions data, and
proteins listed in alphabetical order. The entire phylobone database can be
downloaded here.

The main matrix contains: PBID (Phylobone identification code, and link to the
protein’s information page); Unprot (Uniprot identification code); Gene (Gene name
--alternative names can be obtained by clicking on the phylobone code); Organism
(in this case Homo sapiens, but the database includes other species); Sequences
(links to download seed sequences and sequences from selected species);
Alignments (multiple sequence alignments); Tree (phylogenetic trees); Views (to
visualized alignments and phylogenetic trees online)
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Proteins (A-z)

List of proteins in alphabetical order, based on the name of the protein in
Homo sapiens.
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Proteins information

Each protein has been analyzed functionally and phylogenetically. This
information is accessible by clicking on the Phylobone’s Identification code
(e.g. PB0001). This information contains alternative names of the protein,
brief description, gene ontology information, links to main websites,
sequences, multiple sequence alignments, phylogenetic trees and direct
access to run blast searches for the identification of additional proteins.
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View of sequences and phylogenetic analyses

Multiple sequence alignments and phylogenetic trees can be downloaded to a
local computer or visualized on a web browser (powered by msaviewer).

3. Phyletic patterns
Patterns of phyletic distribution of each protein in 39 species of vertebrates
and invertebrates are available.
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Species are color grouped taxonomically. More details of these patterns can
be obtained by clicking on the Phylobone’s identification code (e.g. PB0001).

4. Drugs and diseases
Information gathered from KEGG and DrugBank databases on diseases,
drugs and metabolic pathways.

Page 6 of 9

https://phylobone.com
https://phylobone.com/DATABASE/DATASET/PB0001.phyletic.html
https://phylobone.com/DATABASE/drugs.php


March 22, 2023 https://phylobone.com

5. Selected species
List of species included in the Phylobone database and link to protein
sequences of each species. This page contains taxids and links to NCBI’s
taxonomy and Wikipedia web pages.

6. Domains and protein-protein Interactions

This page contains internal links to
domain (hits and features),
protein-protein interactions and
results from the eggnog mapper.
Phylobone codes give access to
general information about proteins
(e.g. PB0001).
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Domain hits (example)

Information of protein domains have been pre-computed with the NCBI’s
Batch CD-Search tool.

Domain features (example)

Protein-protein interactions (Example)

Predictions of protein-protein interactions gathered from IntAct repository of
domains.
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Eggnog mapper (Example)

Annotations from the eggnog mapper have been included in a text box that
can be directly copied and pasted into a spreadsheet for optimal visualization.
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