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1. Phylobone database

The Phylobone database is freely accessible at https:/phylobone.com. The
current version of the dataset includes 8,615 putative bone ECM proteins from
39 species of vertebrates and invertebrates, and categorized in 255 protein
groups. Each protein of the database is annotated with basic information, that
includes its name, organism, a general protein description, a list of gene
ontologies (GO) associated, protein-protein interactions (PPIl), functional
domains, metabolic pathways and drugs.
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2. Proteins

All proteins are accessible from the main web-page of the database. On the
top of the page, there are links to access phyletic patterns, drugs and
diseases, selected species, domains, protein protein interactions data, and
proteins listed in alphabetical order. The entire phylobone database can be
downloaded here.

The main matrix contains: PBID (Phylobone identification code, and link to the
protein’s information page); Unprot (Uniprot identification code); Gene (Gene name
--alternative names can be obtained by clicking on the phylobone code); Organism
(in this case Homo sapiens, but the database includes other species); Sequences
(links to download seed sequences and sequences from selected species);
Alignments (multiple sequence alignments); Tree (phylogenetic trees); Views (to
visualized alignments and phylogenetic trees online)
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Database

Phyletic patterns | Drugs and diseases | Selected species | Domains&PP! | Proteins (A-z)

How to cite Phylobone

Uniprot Organism Sequences Alignments Tree
R
PB0001 P02765  Alpha-2-HS-glycoprotein AHSG Homo _sapiens
- - Selected Cl d Alr
=
Seed Mafft Al
PB0002 P61769  Beta-2-microglobulin B2| Homo_sapiens
Py Tree |
PBO003 P00734  Prothrombi F2 H ' — ]
rothrombin omo_sapiens Nl Cleaned Ain |
- Selected Cleaned Aln
[ sciecies [ cieaned A |
-
PB0004 P08493  Matrix Gla protein MGP Homo_sapiens = [ PhymLTree |
Py Tree |
p R
PB0005 P21810  Biglycan BGN Homo_sapiens

Proteins (A-z)

List of proteins in alphabetical order, based on the name of the protein in
Homo sapiens.

PBID Uniprot Name Gene Organism

PB0204 P08253 72 kDa type IV collagenase MMP2 Homo_sapiens
PB0072 Q8IUX7 Adipocyte enhancer-binding protein 1 AEBP1 Homo_sapiens
PB0020 Q9BRR6 ADP-dependent glucokinase ADPGK Homo_sapiens
PB0068 P16112 Aggrecan core protein ACAN Homo_sapiens
PB0142 000468 Agrin AGRN Homo_sapiens
PB0092 P05186 Alkaline phosphatase, tissue-nonspecific isozyme ALPL Homo_sapiens
PB0175 P01009 Alpha-1-antitrypsin SERPINA1 Homo_sapiens
PB0165 P08697 Alpha-2-antiplasmin SERPINF2 Homo_sapiens
PB0001 P02765 Alpha-2-HS-glycoprotein AHSG Homo_sapiens
PB0222 P01023 Alpha-2-macroglobulin A2M Homo_sapiens
PB0055 P12814 Alpha-actinin-1 ACTN1 Homo_sapiens
PB0121 075443 Alpha-tectorin TECTA Homo_sapiens
PB0250 Q99217 Amelogenin, X isoform AMELX Homo_sapiens
PB0223 P05067 Amyloid-beta precursor protein APP Homo_sapiens
PB0158 095841 Angiopoietin-related protein 1 ANGPTL1 Homo_sapiens
PB0059 P04083 Annexin A1 ANXA1 Homo_sapiens
PB0033 P07355 Annexin A2 ANXA2 Homo_sapiens
PB0211 P08758 Annexin A5 ANXA5 Homo_sapiens
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Each protein has been analyzed functionally and phylogenetically. This
information is accessible by clicking on the Phylobone’s Identification code
(e.g. PB0001). This information contains alternative names of the protein,

brief description, gene ontology

information,

links to main websites,

sequences, multiple sequence alignments, phylogenetic trees and direct
access to run blast searches for the identification of additional proteins.

PB0001

DATABASE

lick h PBO001 phyletic profile

PBID  Uniprot Name Gen

! AZHS, AHS, Promotes endocytosis, possesses opsonic pr
PBO0OT PO2765 MLV “  AHSG APMRI,FETUA,  Homo sapiens and influences the mineral phase of bone. St
R HSGA affinity for calcium and barium ions.

Domains Gene Ontology

G0:0004866 (enables) endopeptidase inhibitor activity
GO:0004869 (enables)
G0.0019210 (enables) kinase inibitor actiity
GO:0001501 (involved in) skeletal system development
GO:0001503 (involved in) ossification
GO:0006907 (involved in) pinocytosis
GO0006953 (nvolved ir) acute-phase response

1 (involved in) negative regulation of endopeptidase activity
GO:0030500 (involved in) regulation of bone mineralization
GO:0030502 (involved in) negative regulation of bone mineralization
G0:0046627 (involved in) negative regulation of insulin receptor signaling pathway
GO:0050727 (involved in) regulation of inflammatory response
GO:0050766 (involved in) positive regulation of phagocytosis
GO:0031012 (i active in) extracellular matrix
GO:0005576 (located in) extracellular region
GO:0005615 (located in) extracellular space
GO:0005788 (located in) endoplasmic reticulum lumen
GO:0005794 (located in) Golgi apparatus
GO:0031093 (located in) platelet alpha granule lumen
G0:0034774 (located in) secretory granule lumen

(located in) collagen-containing extracellular matrix

GO:0070062 (located in) extracellular exosome
G0:0072562 (located in) blood microparticle

PEQO031 (Cystatin)

External Links  Descri

Intact Open source database system and analysis tools for molecular interaction data.
Protein Atlas An open access resource for human proteins

InterPro (ew  InterPro provides functional analysis of proteins by classifying them into families and predicting domains an
plam) important sites.

Seed proteins (Human and Zebrafish)
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Selected proteins from model organisme
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BLAST to find more sequences

Page 4 of 9


https://phylobone.com
https://www.phylobone.com/DATABASE/database.php
https://phylobone.com/DATABASE/DATASET/PB0001.html

March 22, 2023 https://phylobone.com

View of sequences and phylogenetic analyses

Multiple sequence alignments and phylogenetic trees can be downloaded to a
local computer or visualized on a web browser (powered by msaviewer).
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3. Phyletic patterns

Patterns of phyletic distribution of each protein in 39 species of vertebrates
and invertebrates are available.

Phyletic patterns
Species | Drugs and diseases | Proteins | Domains&PPI | Proteins (A-z)
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Species are color grouped taxonomically. More details of these patterns can
be obtained by clicking on the Phylobone’s identification code (e.g. PBO001).

PB0001

PHYLETIC PATTERNS

Click here to access PB00O1 functional information

Taxonomic  Groups Taxi Species Common Name ~Proteins
Vertebrates  Primates 9606 Homo sapiens Human NP 0016132
Vertebrates ~ Primates 9598 Pan troglodytes Chimp XP 0094452012
Vertebrates  Primates 9597 Pan paniscus Chimp. XP_008953975.2
Vertebrates  Primates 9593 Gorilla gorilla Gorila XP 0188792841
Vertebrates  Primates 1827 Pongo abelii Orangutan XP 0241007531
Vertebrates  Rabbits &hares 9986 Oryctolagus cuniculus Rabobit XP 0027165033
Vertebrates  Rodents 10090 Mus musculus Mouse NP 0384931
Vertebrates  Rodents 10116 Rattus norvegicus Rat XP_038943961.1
Vertebrates  Carnivores 9685 Felis catus Cat XP 0069362661
Vertebrates  Carnivores 9615 Canis lupus familiaris Dog XP_005639865.1
Vertebrates  Even-toed ungulates 9860  Cervus elaphus Cenvidae OWK05631.1
Vertebrates  Even-toed ungulates 2100816 Cervus hanglu Cervidae KAF4020912.1
Vertebrates  Even-toed ungulates 1574408 Cervus canadensis Cenvidae XP 0433294091
Vertebrates  Even-toed ungulates 9874  Odlocoileus virginianus Cervidae XP 0207344761
Vertebrates  Even-toed ungulates 9888 Muntiacus muntiak Cenvidae KAB0359885.1
Vertebrates  Even-toed ungulates 9886  Muntiacus reevesi Cervidae KAB0374113.1
Vertebrates  Even-toed ungulates 9925  Capra hircus Goat XP 0056752181
Vertebrates ~ Even-toed ungulates 9940  Ovis aries Sheep NP 0010098021
Vertebrates  Even-toed ungulates 9913 Bos taurus Bull NP 776409.1
Vertebrates  Even-toed ungulates 9823 Sus scrofa Pig XP 0056524261
Vertebrates  Reptiles 8496 Alligator mississippiensis Reptile XP 0062608302
Vertebrates  Repiles 38654 Alligator sinensis Reptile XP_006017187.1
Vertebrates  Birds 8932 Columba livia Pigeon XP_005506653.1
Vertebrates  Birds 9031 Gallus gallus Chicken XP 4227642
Vertebrates  Birds 9103 Meleagris gallopavo Turkey XP 0032092341
Vertebrates Frogsandtoads 8355 Xenopus laevis Frog XP 0181191021
Vertebrates  Frogsandtoads 8407  Rana temporaria Frog XP_040205397.1
Vertebrates  Bony fishes 7955 Danio rerio Zebrafish ASWWIS
Vertebrates  Bony fishes 105023 Nothobranchius furzeri Affican killfish  XP 0158321201
Vertebrates  Bony fishes 8090 Oryzias latipes Japanese rice fish XP_004078952.1
Vertebrates  Bony fishes B175  Sparus aurata Orata XP_030257367.1
Chordata  Tunicata 7725 Styela clava Asian tunicate

Invertebrates Echinoderm 46514 Patiria miniata Starfish

Invertebrates Echinoderm 7668 Strongylocentrotus purpuratus Sea urchin

Invertebrates Insects 1227 Drosophila melanogaster  Fruitfly

Invertebrates  Insects 7460 Apis mellifera Honey bee

Invertebrates Nematoda 6239 Caenorhabdtis elegans Worm

Invertebrates Cephalopoda 158019 Sepia pharaonis Cuttlefish

Invertebrates Cridaria 6105 Actinia tenebrosa Anemone

4. Drugs and diseases

Information gathered from KEGG and DrugBank databases on diseases,
drugs and metabolic pathways.

PBID: PB0077
JJ Uniprot: P04114
Uniprot URL: https://rest.uniprot.org/uniprotkb/P04114.txt
Database Drugbank: DB11886; Infigratinib.
Drugbank: DB00877; Sirolimus.
Phyletic patterns | Proteins | Selected species | Domains&PP! | Proteins (A-z) Drugbank: DB14533; Zinc chloride.
Drugbank: DB14548; Zinc sulfate, unspecified form.
KEGG: hsa:338
+drugs: D08946 | Mipomersen sodium (USAN); Kynamro (TN)

How tocite Phylabone

PBD Uniprot Kegg  Drugbank sease  Pathway +disease: H00155 | Familial hypercholesterolemia; Autosomal dominant hypercholesterolaemia
PEOOO1 PO276S  hsa:l?  DBOY130 DBOTSY3 DB144A7 DE14533 DBIASAE HO2303 +disease: H01270 | Familial hypobetalipoproteinemia

HODBES 05163 hen0S166 +disease: H02505 | Atherosclerosis
AL Bel rBah DR DS DR AR m hsa05168 hen05169 hsa05170 +pathway: hsa04975 | Fat digestion and absorption - Homo sapiens (human)

DBO7211 DBO7796 DBO7OT6 DBO7S21 DBOABSD +pathway: hsa04977 | Vitamin digestion and absorption - Homo sapiens (human)

|
DBO7091 DBOABAS DBO7OBS DB07131 DBOT095 +pathway: hsa04979 | Cholesterol metabolism - Homo sapiens (human)
‘DB07515 DB0J&9] DBOSEIE DB0K9A] DEOR624 +pathway: hsa05417 | Lipid and atherosclerosis - Homo sapiens (human)
'DB0SRE9 DA0929 DRO7A00 DBOATT1.
'DB0Z287 DR07277 DRYSS0 DBATS49 DEOTSAE 1/

DBO7741 DBO7353 DEO7S08 DBO7509 DR0AS4E
DR80T DBO7718 DBO3136 DB02723 DRC7A40
DRO7376 DBOASET DBOSBAS DB0B4S DB03BSS

DROARA1 DBO7934 DBOBAZ2 DAO7ES? DRO7ESD o
oo 15304072 hsa0A080 hsa04610

PBOOOI POOTI  hempray  DEOLEED DaloDmt  HR wout
Hoizse ;
bsa05171 bsa0s200
1 D
'DB04919 DB07027 DEO7133 DBQ7143 DBO7O0S
DES495 DBODOSS DEO1225 DB0S? 14 DB12831
DBO3847 DBO7278 DBO1747 DBOGA04 DBOS332
DEO1593 DB14487 DEOB152
PBOOS PORasy  hsaezse  DEOI Hoos0
PBOGOS P21610  hea633 Ho2187
FBOOOS POMSe  hsaé478  DE11093 DE11348 DR148) Hoosos

hsa04151 hsa0dS10 hsa0d512

PBOOO7 015335  hsa:1101 hsa05165

PHOOOR POZ743  hsaizs

'DB07579 DAO7SAD DRO9130 DAN1AS] DEO1SSY
DB14487
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5. Selected species

List of species included in the Phylobone database and link to protein
sequences of each species. This page contains taxids and links to NCBI’s
taxonomy and Wikipedia web pages.

Species

00 - Homo sapiens

01 - Pan troglodytes

02- Pan paniscus

03- Gorilla gorila

04 - Pango abeli

05 - Onyctolagus cuniculus
06 - Mus musculus

07 - Rattus norvegicus

08 Folis catus

09 Canis lupus familiris
10 - Cervus elaphus

11 - Cervus hanglu

12- Cervus canadensis

13 - Odocoileus virginianus
14 - Muntiacus muntjak
15 - Muntiscus reevesi

16 - Capra hircus

17 - Ovis aries

18- Bos taurus

19- Sus scrofa

20.- Allgater mississippiensis

21 - Alligator sinensis

22- Columba livia

23- Galus gallus

24 - Meleagrs gallopave
25+ Xenopus evis

26- Rana temporaria

27 - Danio rerio

28 - Nothobranchius furzeri
29 - Oryzias latipes

30- Sparus aurata

31- Styela clava

32- Patiria miniata

33 Strongylocentrotus purpuratus

34 - Drosophila melanogaster

35 - Apis mlifera

36 - Caenorhabditis elegans

37 - Sepia pharaonis

38 - Actinia tenebrosa

&

Selected species
Phyletic patterns | Drugs and diseases | Proteins | Domains&PPI | Proteins (A-z)

Common Name

£
E

Erg

Erg
Zebuafish
African killifish

Taxonomic
Vertebrates
Vertebrates.
Vertebrates
Vertebrates.
Vertobrates
Vertobrates
Vertobrates
Vertobrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates
Vertebrates.
Vertebrates
Vertobrates.
Vertobrates
Vertobrates
Vertebrates
Vertebrates

Vertebrates

Japaneserice fish  Vertebrates

Orata
Asian tunicate

Starfish

Sea urchin
Enuitfly
Honey bee

Worm

Vertebrates
Chordata

Invertebrates
Invertebrates
Invertebrates
Invertebrates
Invertebrates
Invertebrates

Invertebrates

How to cite Phylobene

Groups

Primates (AXD:9%06

Primates TAXD5558)

Primates (AxD9557

Primates TaxD o593

Primates (axp1827)

Rabbits & hares T8
Rodents (010090
Rodents TAxD10116
Carnivores Taxps4gs
Camnivores TAXpe1s

Even-toed ungulates TaXD:5860

Even-toed ungulates TAXD2100816

Even-toed ungulates TaXD:1s7ai0e

Even-toed ungulates TaxDs870

Even-toed ungulates TaxD:s8s8)

Even-toed ungulates TaxD9886

Even-toed ungulates TaxD2925)

Even-toed ungulates TAxDI4D
Even-toed ungulates [AxDs51Y
Even-toed ungulates TAxDsez)

Reptiles Tax0s456

Reptiles maxossess

Birds (AxD8932

Birds TAxD503)

Birds axD 9109

Frogs and toads TAxD8355
Frogs and toads TaxD2407
Bony fishes TAxD2955

Bony fishes TAXID105023

Bony fishes TaxiDE00

Bony fishes TaxD8175

Tunicata (AXD7725

Echinoderm Taxp:s1s

Echinoderm Taxp766s

Insects (D727

Insects TAXD7460

Nematoda qaxp219

Cephalopoda TaxD:se0rs

Cridaria (axD108

oteins
449 (n 255 groups)
256 (n 255 groups)
257 (in 255 groups)
247 (n 247 groups)
255 (in 255 groups)
244 (in 244 groups)
253 (n 253 groups)
253 (n 253 groups)
250 (n 250 groups)
249 (n 249 groups)

167 (in 167 groups)

72 (1n 172 groups)

(in 245 groups)

H

(in 243 groups)

R

(in 202 groups)

(in 186 groups)

(in 251 groups)

B

(in 251 groups)

(in 252 groups)

B

(in 251 groups)

(in 243 groups)

B I

(in 238 groups)

(in 224 groups)

i3

(in 244 groups)
(in 214 groups)
(in 245 groups)

(in 245 groups)

R B B E

(in 251 groups)

(in 246 groups)

E

(in 247 groups)

(in 250 groups)

(in 188 groups)

(in 179 groups)

(in 183 groups)

(in 134 groups)

(in 151 groups)

(in 115 groups)

119 (in 119 groups)

158 (in 158 groups)
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C @ phylobone.com/DATABASE/SPECIES/9606.txt

>NP_001613.2 alpha-2-HS-glycoprotein isoform 2 preproprotein [Homo sapiens | PB0001
1

IDYT
QOPSGELFEIET LKL
DVRKV DLEET

EK]
I PGHOL OPSVGAA
AGPVVPPCPGRIRHFKV

>NP_004039.1 beta-2-microglobulin precursor [Homo sapiens | PB0002
MSRSVALAVLALLSLSGLEAIQRTPK: YVSGFHPSDI] IEKVE
YLL QPKIVKWDRDM

>NP_000497.1 prothrombin preproprotein [Homo sapiens | PB0003

NITRSGI HKP
ET DECSIPVCH
AVTTHGLECL /AGKP
TEREL IDGRIVEGSDAE LCGASLI
DLLVR TEKISMLEKIYT I VAFSDYTHP!
IR 'KPDEGKR
IQKVIDQFGE

>NP_000891.2 matrix Gla protein isoform 2 preproprotein [Homo sapiens | PB0004
MKSLILLATLAAL FI ISP 1

>NP_001702.1 biglycan preproprotein [Homo sapiens | PB000S

EQ! HCH
LRVVY I I ISKI
OKLYISKNHLVEL THDNRI T

NYLRISEAKLTGT TQAT GHNQIRMIENGSLSFLPTLR
ELHLDNNKL KLL . NGI
TFRCVIDRLATQFGNYKK

>NP_003109.1 SPARC isoform 1 precursor [Homo sapiens | PB0006

MRAWI)

P IGEFEKVC HF
LHLDYIGPCKYT! I
HPVELLARDF' I QHPIDG! I

TALDEWAGCFGIKQKDIDKDLVI

>NP_001258.2 chondroadherin precursor [Homo sapiens | PB0007
MVRPMLLLSLGLLAGL QHVICDRVGLQKI
DLIYLYLSHNDT LYL

F )IRE
ILQLNNNKI
PSAALSKLR

IPDNAFOSF

6. Domains and protein-protein Interactions

Domains

-
o
2
H
3
&

Prot-Prot Eggnog
Interactions Mapper
[ Eggnog

PPl Eggnog
Eggnog
[ o] Eggnog
[ Eggnog
[ er ] Eggnog
[ ] Eggnog

PPI Eggnog
[ er ] Eggnog
[ er ] Eggnog
[ ] Eggnog

PPI Eggnog

PPl Eggnog

This page contains internal links to
domain (hits and features),
protein-protein interactions  and
results from the eggnog mapper.
Phylobone codes give access to
general information about proteins
(e.g. PBO0OO1).
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Domain hits (example)

Information of protein domains have been pre-computed with the NCBI’s
Batch CD-Search tool.

DOMAINS
Query Hit type :TDSSM- From To E-Value Bitscore Accession i::w: Incomplete  Superfamily
Q#1 - >NP_001613.2 alpha-
2HS -glycoproteinisoferm 2 i 212484 31 133 8.56776e-11 58.2085 smart00043 CY - cl09238

prepr oprotein [Homo
sapiens]

Q#1 - >NP_001613.2 alpha-

2HS -glycoproteinisoform 2 o 447698 149 233 373868609 531071 09238 O - -

prepr oprotein [Homo superfamily -

sapiens]

Q#2 - >XP_030257367.1 oy

alpha-2 -HS-glycoprotein- superfamily 447698 27 128 3.78768e-09 53.5861 cl09238 _— -

. superfamily

like [Sparus aurata]

Q#2 - >XP_030257367.1 oy

alpha-2 -HS-glycoprotein- superfamily 447698 139 221 2.78317e-05 42.3216 cl09238 I -
superfamily

like [Sparus aurata]

Q#3 - >XP_004078952.1
alpha-2 -HS-glycoprotein specific 214484 27 128 2.81256e-10 57.0529 smart00043 CY - cl09238
[Oryzias lat ipes]

Q#3 - >XP_004078952.1

alpha-2 -HS-glycoprotein superfamily 447698 139 202 2.17809e-05 42.7068 cl09238 s o © -
) ) superfamily
[Oryzias lat ipes]
Domain features (example)
DOMAINS
Query Type Title coordinates CF)mplete r'r'lapped sourcz_e
size size domain
Q#1 - >NP_001613.2 alpha-2-Hs - P:‘;f:i‘r’::se
glycoprotein isoform 2 prepr oprotein  specific ﬁwhibitio R Q71,Q72,P73,G75 5 4 238002
[Homo sapiens] .
site
Q#1 - >NP_001613.2 alpha-2-HS - pf;f;'i‘r’gse
glycoprotein isoform 2 prepr oprotein specific iihibitio n D148,Q0189,L190,V191,5196 5 5 238002
[Homo sapiens] 5
site
putative
Q#2 - >XP_030257367.1 alpha-2-HS- e proteinase v, ros 166,670 5 4 238002
glycoprotein-like [Sparus aurata] inhibitio n
site
putative
Q#2- >XP_030257367.1 alpha-2-HS- e proteinase 36 1182 1183,v184,G187 5 5 238002
glycoprotein-like [Sparus aurata] inhibitio n
site
putative
Q#3 - >XP_004078952.1 alpha-2 -HS- g proteinase 159 0165 v183,v184,G186 5 5 238002
glycoprotein [Oryzias lat ipes] inhibitio n
site

Protein-protein interactions (Example)

Predictions of protein-protein interactions gathered from IntAct repository of
domains.
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Publication

Identifir(s)
author(s)
psi-micforl_human(display_short)  psi-
mi:rRNA 2-O-methyltransferase
fbrillain(display_long)

psi-mifetua_human(display_short) |
psi-mi:Alpha-2-HS-
glycoprotein(display_long)

o uniprotkb:014961 | uniprotkb:FBLigene name) | e ey-long) |
mewomm SRS meblema) SR
uniprotkb:Q9P152 | .
uniprot I synonym) | shmic” 11314 intactEBI- i
protb:QIUPI6 | uniprotkb:ABKING | name synonym) | uniprotkb:34 kDa n’a"‘“:’i"'n]m i o P 134t Lux, etal, MactEBL 16761998 jmeK " :m: :Z:
L P meembLENSPO0000487390 | UNIPrOWbB2R7GT I nucleolar scleroderma e oy ) Elotin (2018) 56301 sapiens)
uni intactEBI- iHistone- -alpha-2-
e Te i pasoay | IMacLEBL12233741 gutamine methytranslerssegene PSPl
uniprotkb:P02765 rame smonm) unprotksietome Sy nE LS o
o FLYRN( ) name synonym) | INACtAHS Glauthor
uniprot (gene name synonym) 2" Y1)
I IntACtFBRLauthor assigned name)
psi-mifotua_human(display_short |
psi-mi:Alpha-2-HS-
uniprotkb:014961 | pebmicah_human(diplay_shory | SYCoPteedispiaiong)
uniprotkb:Q32MY2 | uniprotkb:014962 | psimiCarbonic anhydrase-related (U0 sj,f nlgens rame
iprokASKOAS| uniprotkb:Q9P152 | prosincliplay long)| synonym) | uniprotkb:Fotualgene  psi-mi:*MI0007(anti intactEBI-15481134 | it
niprotkbP35219  uniprotk:P02765 ! P name synonym) | « Huttin L+ doi10.1038/nature22366 | taxici961
uniprot uniprot I synonym) | 2me #y1onyt n 29 etal(2017) pubmedi26514442 | imexiM-  tooe !
intact:EBI-718700 | ensembl:ENSPO0000393887 | uniprotkb:CALS(gene name synonym) P20 Mo 5 25778 SRRE
ipr | |uniprotkb:CAB(gene name) | uniprotkb:Ba-alpha-2- i
e IntActCAL fgned name) iorotkb:Alpha-2-Z-globulinigene.
name synonym) | IntActAHSGlauthor
assigned name)
psi-mitfetua_human(display_short) |
psimipotel human(aisplay_shory | PeITEARRORHS
uniprotkb:014961 | psi-mi:POTE ankyrin domain family QV‘W:’:AY,"‘ isplay_long) ,
uniprotkb:014962 | member Fdisplay_long) | e ot ame)
uniprotkb:ASNC34 | uniprotkb:Q9P152 | uniprotkb:A26C1B(gene name uniprol " © “'"'(kge;el"“['“e S intact:EBI-15481134 | 98!
OASATED - | | synonym) uniprotkbANKRD26-1ike S0V uprotFetualgene - pemITMIOOOTIGNY i EL.  doi0.1038/nature22366 | oo
unipro uniprot intactEBI-6150673 | uniprotkb:B2R7G1 | family C member 1B(gene name "2 SYnonym) 29 etal(2017) pubmed:28514442 | imexiM- 2
o amorotk e more POTE.  UNPIOKB:PRO2743(0r name) | communoprecipitation) sapiens)
imactEBI122374 1 e proteiganomame sronyr) | PSSP
iprotk 02765 ot POTEFGenerame) | SHCoReienigens ame syony)
IntACLPOTElauthor assigned name) 1P ISEE8 B2, FOE
assigned name)
psi-mifotua_human(display_short |
uniprotk:009064 | psi-mismad3_mouse(display_shor) | psi-miAlpha-2-HS-
uniprotk5:009144 | i psi-miMoth long) |
uniprotkb:014510 | pesubolsel decapentaplegic homolog uniprotkb:Ahsg(gene name) |
uniprotkb:014962 | ;i
uniprotk:035273 e ] 3(display_ong) | uniprotkb:Fetuin-Algene name
uniprotkb:QBBXB4 | P s uniprotkb:SMAD3(aene name) | snonym) | uniprotkb:Fetualaene  psi-mi*MI0676" Hutchins  intact-EBI-2550900 | taxid: 101

Eggnog mapper (Example)

Annotations from the eggnog mapper have been included in a text box that
can be directly copied and pasted into a spreadsheet for optimal visualization.

Eggnog Mapper

PB ID query seed_ortholog evalue score eggNOG_0Gs max_annot_lvl COG_category
Description Preferred name GOs EC KEGG_ko KEGG_Pathway KEGG_Module KEGG_Reaction
KEGG_rclass BRITE KEGG_TC CAZy BiGG_Reaction PFAMs

PB0001 NP_001613.2 9606.ENSP00000393887 6.29e-274 748.0

2BVGM@1 | root, 2RYRI@2759 | Eukaryota, 38K34€33154 | 0pisthokonta, 3BIHGE33208 |Metazoa, 3CYUW@33213 |Bilateria, 48C9N
@7711|Chordata,4943T@7742|Vertebrata,3JB46@40674 |Mammalia, 35CEN@314146 |Euarchontoglires, 4MC8BE9443|Primate
s,4N6H3@9604 |Hominidae 33208 |Metazoa T Promotes endocytosis, possesses opsonic properties and
influences the mineral phase of bone. Shows affinity for calcium and barium ions AHSG
G0:0000003,G0:0001501,G0:0001503,CG0:0001558,G0:0001775,G0:0001932,G0:0001933,60:0002252,G0:0002263,G0:0002
274,G0:0002275,G0:0002283,G0:0002366,G0:0002376,G0:0002443,G0:0002444,G0:0002446,G0:0002526,G0:0002576,G03
0003006,G0:0003674,G0:0004857,G0:0004860,G0:0004866,G0:0005575,G0:0005576,G0:0005615,G0:0005622,G0:0005623
,G0:0005737,G0:0005783,G0:0005788,G0:0005794,G0:0005886,G0:0006464,G0:0006469,G0:0006807,G0:0006810,G0:000
6887,G0:0006897,G0:0006907,G0:0006950,G0:0006952,G0:0006953,G0:0006954,G0:0006955,G0:0007275,G0:0007399,G0
:0007417,G0:0007420,G0:0007548,G0:0008150,G0:0008152,G0:0008406,G0:0008584,G0:0009719,G0:0009725,G0: 000989
2,G0:0009966,G0:0009968,G0:0009987,G0:0010033,G0:0010243,G0:0010466,G0:0010563,G0:0010605,G0:0010646,G0:00
10648,G0:0010951,G0:0012505,G0:0016020,G0:0016043,G0:0016192,60:0019207,G0:0019210,G0:0019220,G0:0019222,G
0:0019538,60:0019887,G0:0021537,G0:0021543,60:0021987,G0:0022414,60:0022607,G0:0023051,G0:0023057,G0:00301
00,60:0030141,G0:0030162,G0:0030234,G60:0030278,G0:0030279,G0:0030292,G60:0030294,G0:0030308,G0:0030414,G0:0
030500,G0:0030502,60:0030900,G0:0031012,60:0031091,60:0031093,60:0031099,G0:0031100,G0:0031323,60:0031324,
¢0:0031347,60:0031399,G0:0031400,C0:0031410,G60:0031974,60:0031982,C0:0031983,60:0032101,G0:0032268,C0:0032
269,G60:0032501,G0:0032502,G0:0032868,G0:0032869,G0:0032870,G0:0032879,G0:0032940,G0:0032991,G0:0033673,G0:
0034103,G0:0034105,G0:0034774,G0:0036211,G0:0036230,G0:0040008,G0:0042119,G0:0042221,G0:0042325,G0:0042326
,G0:0043086,G0:0043170,G0:0043226,G0:0043227,G0:0043229,G0:0043230,G0:0043231,G0:0043233,G0:0043299,G0:004
3312,G0:0043412,G0:0043434,G0:0043549,G0:0043687,G0:0043933,G0:0044085,G0:0044092,G0:0044237,G0:0044238,G0
:0044260,G0:0044267,G0:0044421,G0:0044422,G0:0044424,G0:0044432,G0:0044433,G0:0044444,G0:0044446,G0:004446
4,G0:0045055,G0:0045124,G0:0045137,G0:0045321,G0:0045780,G0:0045807,G0:0045859,G0:0045861,G0:0045926,G0:00
45936,G0:0046546,G0:0046626,G0:0046627,G0:0046661,G0:0046850,G0:0046852,G0:0046903,G0:0048513,G0:0048518,G
0:0048519,60:0048522,G0:0048523,G0:0048583,60:0048585,G0:0048608,G0:0048731,G0:0048856,G0:0050727,G0:00507
30,60:0050732,60:0050764,60:0050766,G0:0050789,G0:0050790,G0:0050793,G0:0050794,G0:0050896,G0:0051049,G0:0
051050,G0:0051093,G0:0051128,60:0051130,G0:0051171,G0:0051172,60:0051174,G0:0051179,G0:0051234,60:0051239
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